In the title solvate, C 15 H 12 N 2 OSÁC 2 H 6 OS, the thioxoimidazolidin-4-one molecule and solvent molecule are linked by an N-HÁ Á ÁO hydrogen bond. The planar imidazolidine ring (r.m.s. deviation = 0.022 Å ) is inclined to the phenyl substituents in the 5-position by 69.57 (7) and 72.62 (6) . In the crystal, N-HÁ Á ÁO, C-HÁ Á ÁO and C-HÁ Á ÁS hydrogen bonds, together with C-HÁ Á Á interactions, generate [100] chains, which stack along the a-axis direction.
Structure description
Thiohydantoins (2-thioxoimidazolidin-4-one derivatives) display a broad and potent biological profile and are found in anticonvulsant, antimetastatic, anti-angiogenic (Mudit et al., 2009; Kumar et al., 2009 ), antimicrobial (Kieć-Kononowicz & Szymań ska, 2003 Khodair et al., 2001 ) and anticancer drugs (Azizmohammadi et al., 2013) . As part of our studies in this area, we now present the synthesis and structural analysis of 5,5-diphenyl-2-thioxoimidazolidin-4-one dimethyl sulfoxide monosolvate. A search of the Cambridge Structural Database (Groom et al., 2016) for related structures found 27 hits, including 2-thiohydantoin itself (Walker et al., 1969) , the unsolvated stucture of the molecule reported here (Roszak & Weaver, 1998) and the closely related 5-phenyl-2-thioxoimidazolidin-4-one (Ogawa et al., 2007) .
The asymmetric unit of the title compound consists of a thiohydantoin molecule with two phenyl substituents at the 5-position and a dimethyl sulfoxide solvent molecule. The molecules are linked by an N3-H3NÁ Á ÁO1S hydrogen bond ( Fig. 1 and Table 1 ). As expected, the imidazolidine ring is almost planar, with an r.m.s. deviation of 0.022 Å from the best-fit plane, with atoms S2 and O4 deviating by 0.138 (3) and À0.021 (3) Å , respectively, from that plane. The C51-C56 and C61-C66 phenyl rings are inclined to the imidazolidine ring plane by 69.57 (7) and 72.62 (6) , respectively.
data reports
In the crystal, N1-H1NÁ Á ÁO1S i and the already-mentioned N3-H3NÁ Á ÁO1S hydrogen bonds (Table 1) link two DMSO solvent molecules to each thiohydantoin ring, with the former contact augmented by a C2S-H2S1Á Á ÁS2 hydrogen bonds and a weaker C2S-H2S3Á Á ÁCg3 contact to the C61-C66 phenyl ring. In addition, O4 acts as a triple acceptor with C66-H66Á Á ÁO4
i hydrogen bonds linking adjacent main molecules, while C1S-H1S2Á Á ÁO4
iii and C2S-H2S2Á Á ÁO4 iii hydrogen bonds bind a third DMSO molecule to a thiohydantoin unit, enclosing an R 2 2 (6) ring ( Fig. 2 and Table 1 ). The net effect of these contacts is to create independent chains of thiohydantoin and solvent molecules along c and these independent chains are stacked along the a-axis direction (Fig. 3 ).
Synthesis and crystallization
The synthesis of 5,5-diphenyl-2-thioxoimidazolidin-4-one was performed by a method reported in the literature (Ghanbari et al., 2014) (Fig. 4) . The resulting colourless solid was purified by recrystallization from DMSO solution to give colourless blocks (yield 90%). FT-IR (ATR cm Table 1 Hydrogen-bond geometry (Å , ).
Cg3 is the centroid of the C61-C66 phenyl ring. 
Figure 1 The asymmetric unit, showing 50% probability displacement ellipsoids. The N-HÁ Á ÁO hydrogen bond is drawn as a dashed line. 
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . Computer programs: CrysAlis PRO (Rigaku OD, 2015) , SHELXT (Sheldrick, 2015a) , SHELXL2018 (Sheldrick, 2015b) , TITAN (Hunter & Simpson, 1999) , Mercury (Macrae et al., 2008) , enCIFer (Allen et al., 2004) , PLATON (Spek, 2009) , publCIF (Westrip 2010) and WinGX (Farrugia, 2012) . Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
